The title complex, [PtBr 2 (acr) 2 ] (acr = acridine), is isomorphous with the chlorido analogue [PtCl 2 (acr) 2 ] (Ha, 2010). In the complex, the Pt II ion is four-coordinated in an essentially square-planar environment by two N atoms from two acridine ligands and two Br atoms (Table 1 and Fig. 1) . The Pt atom is located on an inversion centre, and thus the asymmetric unit
In the title complex, [PtBr 2 (C 13 H 9 N) 2 ], the Pt II ion is fourcoordinated in a slightly distorted square-planar environment by two N atoms from two acridine ligands and two Br atoms. The Pt atom is located on an inversion centre, and thus the asymmetric unit contains one half of the complex and the PtN 2 Br 2 unit is exactly planar. The dihedral angle between the PtN 2 Br 2 unit and acridine ligand is 78.98 (9) . In the crystal structure, the complex molecules are arranged in two distinct chains along [110] and [110] . In the chains, intermolecularinteractions between the pyridyl and benzene rings connect the complex molecules, with a centroid-centroid distance of 3.631 (4) Å .
Related literature
For the crystal structure of [PtCl 2 (acridine) 2 ], see: Ha (2010) . For the formation of polymorphs of acridine using dicarboxylic acids, see: Mei & Wolf (2004) .
Experimental
Crystal data [PtBr 2 (C 13 Table 1 Selected bond lengths (Å ).
Pt1-N1 2.058 (4) Pt1-Br1 2.4385 (7) Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97.
contains one half of the complex and the PtN 2 Br 2 unit is exactly planar. The nearly planar acridine ligands, with a maximum deviation of 0.072 (6) Å (C11) from the least-squares plane, are parallel. The dihedral angle between the PtN 2 Br 2 unit and acridine ligand is 78.98 (9)°. The Br atoms are in a trans arrangement and almost perpendicular to the acridine planes, with the bond angle N1-Pt1-Br1 = 88.65 (14)°. In the crystal structure, the complex molecules are arranged in two distinct chains along [1 1 0] and [1 1 0] (Fig. 2 ). In the chains, intermolecular π-π interactions between the pyridyl and benzene rings connect the complex molecules, with a centroid-centroid distance of 3.631 (4) Å, and the dihedral angle between the ring planes is 1.2 (3)°. The packing pattern is considerably similar to that of the most stable polymorph of acridine (Mei & Wolf, 2004) .
To a solution of K 2 PtBr 4 (0.203 g, 0.342 mmol) in H 2 O (30 ml) was added acridine (0.131 g, 0.730 mmol) and the mixture was refluxed for 3 h. The precipitate was then separated by filtration, washed with H 2 O and EtOH and dried under vacuum to give a yellow powder (0.186 g). Crystals suitable for X-ray analysis were obtained by slow evaporation from an N,N-dimethylformamide solution at 323 K.
Refinement
H atoms were positioned geometrically and allowed to ride on their respective parent atoms [C-H = 0.95 Å and U iso (H) = 1.2U eq (C)]. The highest peak (2.19 e Å -3 ) and the deepest hole (-0.92 e Å -3 ) in the difference Fourier map are located 1.04 and 0.76 Å from the Pt1 atom, respectively. C13-N1-C1-C2 −177.0 (6) C7-C8-C9-C10 176.4 (6) Pt1-N1-C1-C2 8.9 (8) C13-C8-C9-C10 −2.7 (10) C13-N1-C1-C6 1.2 (8) C8-C9-C10-C11 1.4 (10) Pt1-N1-C1-C6 −172.8 (4) C9-C10-C11-C12 −0.1 (11) N1-C1-C2-C3 179.6 (6) C10-C11-C12-C13 0.2 (10) C6-C1-C2-C3 1.3 (9) C1-N1-C13-C12 175.2 (6) C1-C2-C3-C4 −0.4 (10) Pt1-N1-C13-C12 −10.8 (8) C2-C3-C4-C5 −1.0 (10) C1-N1-C13-C8 −2.1 (9) C3-C4-C5-C6 1.3 (10) Pt1-N1-C13-C8 171.9 (4) C4-C5-C6-C7 179.5 (6) C11-C12-C13-N1 −178.9 (6) C4-C5-C6-C1 −0.4 (10) C11-C12-C13-C8 −1.5 (9) N1-C1-C6-C7 0.9 (9) C7-C8-C13-N1 1.0 (9) C2-C1-C6-C7 179.2 (6) C9-C8-C13-N1 −179.9 (6) N1-C1-C6-C5 −179.2 (6) C7-C8-C13-C12 −176.4 (6) C2-C1-C6-C5 −0.9 (9) C9-C8-C13-C12 2.7 (9) Symmetry codes: (i) −x+1, −y+1, −z+1.
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